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The present invention provides open reading frames ORFX, encoding isolated polypeptides, as well as polynucleotides encoding 
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What is claimed is: 

1 . An isolated nucleic acid molecule encoding a polypeptide comprising an amim 
acid sequence that is at least 85% identical to a polypeptide including an amino acid sequence 
selected from the group consisting of SEQ ID NO:2/r, wherein n is any integer 1-3161, or the 
complement thereof. 

2. The isolated nucleic acid molecule of claim 1 , said molecule hybridizing undei 
stringent conditions to a nucleic acid sequence complementary to a nucleic acid molecule 
comprising the sequence of nucleotides selected from the group consisting of SEQ ID NO:2«- 
wherein n is any integer 1 -3 1 6 1 , or the complement thereof. 

3. The isolated nucleic acid molecule of claim 1 , said molecule encoding a 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ I) 
NO: 2n, wherein n is any integer 1-3 161, or an amino acid sequence comprising one or more 
conservative substitutions in the amino acid sequence selected from the group consisting of SI 
ID NO: In. 

4. The isolated nucleic acid molecule of claim 1, wherein said molecule encodes ; 
polypeptide comprising the amino acid sequence selected from the group consisting of SEQ II 
NO: 2n, wherein n is any integer 1-3161. 

5. The isolated nucleic acid molecule of claim 1 , wherein said molecule comprise 
the sequence of nucleotides selected from the group consisting of SEQ ID NO:2n-l , wherein / 
any integer 1 -3 1 6 1 , or the complement thereof. 

6. An oligonucleotide less than 100 nucleotides in length and comprising at least • 
contiguous nucleotides selected from the group consisting of SEQ ID NO:2«-l, wherein n is a 
integer 1 -3 1 6 1 , or the complement thereof. 



7. A vector comprising the nucleic acid molecule of claim 1 . 
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8. The vector of claim 7, wherein said vector is an expression vector. 
9 A host cell comprising the isolated nucleic acid molecule of claim 1 . 

10. A substantially purified polypeptide comprising an amino acid sequence at least 
80% identical to a polypeptide comprising the amino acid sequence selected from the group 
consisting of SEQ ID NO: 2n, wherein n is any integer 1-3161. 

1 1 . The polypeptide of claim 10, wherein said polypeptide comprises the amino acid 
sequence selected from the group consisting of SEQ ID NO: 2n, wherein n is any integer 1-3161. 

12. An antibody that selectively binds to the polypeptide of claim 10. 

13. A pharmaceutical composition comprising a therapeutically or prophylactically 
effective amount of a therapeutic selected from the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 10; and 

c) the antibody of claim 12; 

and a pharmaceutically acceptable carrier. 

14. A kit comprising in one or more containers, a therapeutically or prophylactically 
effective amount of the pharmaceutical composition of claim 13. 

15. A method of producing the polypeptide of claim 10, said method comprising 
culturing the host cell of claim 9 under conditions in which the nucleic acid molecule is 
expressed. 

16. A method of detecting the presence of the polypeptide of claim 1 0 in a sample, 
comprising contacting the sample with a compound that selectively binds to said polypeptide 
under conditions allowing the formation of a complex between said polypeptide and said 
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compound, and detecting said complex, if present, thereby identifying said polypeptide in said 
sample. 

17. A method of detecting the presence of a nucleic acid molecule of claim 1 in a 
sample, the method comprising contacting the sample with a nucleic acid probe or primer that 
selectively binds to the nucleic acid molecule and determining whether the nucleic acid probe c 
primer bound to the nucleic acid molecule of claim 1 is present in the sample. 

18. A method for modulating the activity of the polypeptide of claim 10, the methoc 
comprising contacting a cell sample comprising the polypeptide of claim 10 with a compound 
that binds to said polypeptide in an amount sufficient to modulate the activity of the poiypepnd 

19. The use of a therapeutic in the manufacture of a medicament for treating a 
syndrome associated with a ORFX-associated disorder, wherein said therapeutic is selected fro 
the group consisting of: 

a) the nucleic acid of claim 1 ; 

b) the polypeptide of claim 1 0; and 

c) the antibody of claim 12. 

20. A method for screening for a modulator of activity or of latency or predispositio 
to an ORFX-associated disorder, said method comprising: 

a) contacting a test compound with the polypeptide of claim 1 0; and 

b) determining if said test compound binds to said polypeptide, 

wherein binding of said test compound to said polypeptide indicates the test compound is a 
modulator of activity or of latency or predisposition to an ORFX-associated disorder. 

21. A method for screening for a modulator of activity or of latency or predispositio: 
to an ORFX-associated disorder, said method comprising: 

a) administering a test compound to a test subject at an increased risk ORFX- 
associated disorder, wherein said test subject recombinantly expresses a 
polypeptide encoded by the nucleotide of claim I; 
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b) measuring expression the activity of said protein in said test subject; 

c) measuring the activity of said protein in a control subject that recombinant^ 
expresses said protein and is not at increased risk for an ORFX-associated 
disorder; and 

d) comparing expression of said protein in said test subject and said control subject, 
wherein a change in the activity of said protein in said test subject relative to said 
control subject indicates the test compound is a modulator or of latency of 
predispostition to an ORFX-associated disorder. 

22. The method of claim 20, wherein said test animal is a recombinant test animal 
that expresses a test protein transgene or expresses said transgene under the control of a promoter 
at an increased level relative to a wild-type test animal, and wherein said promoter is not the 
native gene promoter of said transgene. 

23. A method for determining the presence of or predisposition to a disease associated 
with altered levels of a polypeptide of claim 1 1 in a subject, the method comprising: 

a) measuring the amount of the polypeptide in a sample from said subject; and 

b) comparing the amount of said polypeptide in step (a) to the amount of the 
polypeptide present in a control sample, 

wherein an alteration in the level of the polypeptide in step (a) as compared to the control 
sample indicates the presence of or predisposition to a disease in said subject. 

24. The method of claim 23, wherein said subject is a human. 

25. A method for determining the presence of or predisposition to a disease associated 
with altered levels the nucleic acid molecule of claim 1 in a subject, the method comprising: 

a) measuring the amount of the nucleic acid in a sample from the mammalian 
subject; and 

b) comparing the amount of said nucleic acid in step (a) to the amount of the nucleic 
acid present in a control sample, 
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wherein an alteration in the level of the nucleic acid in step (a) as compared to the coi 
sample indicates the presence of or predisposition to said disease in said subject. 

26. The method of claim 25, wherein said subject is a human. 

27. A method of treating or preventing a pathological condition associated with ai 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
polypeptide of claim 10 in an amount sufficient to alleviate or prevent said pathological 
condition. 

28. The method of claim 27, wherein said subject is a human. 

29. A method of treating or preventing a pathological condition associated with ar 
ORFX-associated disorder in a subject, the method comprising administering to said subject 
nucleic acid molecule of claim 1 in an amount sufficient to alleviate or prevent said patholog: 
condition. 

30. The method of claim 29, wherein said subject is a human. 

31. A method of treating or preventing a pathological condition associated with ar 
ORFX-associated disorder in a subject, the method comprising administering to said subject 1 
antibody of claim 12 in an amount sufficient to alleviate or prevent said pathological conditio 

32. The method of claim 31, wherein said subject is a human. 
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<213> Homo sapiens 
<400> 360 

Thr Arg Thr Asp Lys Arg Pro Val 

1 5 
Ala lie Glu Gin Asp Ala Asp Met 
20 

Tyr Tyr Asn Lys Glu Asn Ser Pro 

35 40 
He Gly Lys His Arg Gly Gly Pro 

SO 55 
Phe Gly Glu Tyr Thr Arg Phe Asp 
65 70 
Ser Phe Glu 



Met Ala Asp Leu Arg Glu Ser Gly 

10 IS 
lie Val Phe lie Tyr Arg Asp Asp 
25 30 
Asp Lys Gly Leu Ala Glu lie He 
45 

Thr Gly Ser Cys Lys Leu Lys Phe 
60 

Asn. Leu Ala His Asn Ser Val Gly 
75 80 



<210> 361 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<400> 361 

gctttgcagg aggaaatctc tatctctggc tgcaagatga ggctgagcta cctgagcagc 
60 

cggacccctg gctacaaatc tgtcctgagg atcagcctca cccacccgac catccccttc 
120 

aacctcatga aggtgcacct catggtagcg gtggagggcc gcctcttcag gaagtggttc 
180 

gctgcagccc cagacctgtc ctattatttc atttgggaca agacagacgt ctacaaccag 
240 

aaggtgtttg ggctttcaga agcctttgtt tccgtgggtt atgaatatga atcetgccca 
300 

gatctaatcc tgtgggaaaa aagaacaaca gtgctgcagg gctatgaaat tgacgcgtcc 
360 

aagcttggag gatggagcct agacaaacat catgcoctca acattcaaag tggcatcctg 
420 

cacaaaggga atggngagaa ccagtttgtg tct 
453 

<210> 362 
<211> 151 
c212> PUT 

<213> Homo sapiens 
<400> 362 

Ala Leu Gin Glu Glu He Ser He Ser Gly Cys Lys Met Arg Leu Ser 

15 10 IS 

Tyr Leu Ser Ser Arg Thr Pro Gly Tyr Lys Ser Val Leu Arg He Ser 

20 25 30 

Leu Thr His Pro Thr He Pro Phe Asn Leu Met Lys Val His Leu Met 

35 40 45 

Val Ala Val Glu Gly Arg Leu Phe Arg Lys Trp Phe Ala Ala Ala Pro 

50 55 60 

Asp Leu Ser Tyr Tyr Phe He Trp Asp Lys Thr Asp Val Tyr Asn Gin 



615 



S. v.! H. «T - ~ «« «. - v.! - V.! .XV TV, GXu Tvr 
OX« Ser Ova «o "p « XXe - W - - « ~ S ™ 
OX. «V Tvr HI XX. >,p ». « -V- - "V -V Tro s« x*u «P 

Hl . S « « n. - - «r ~ £ HlS " yS ^ " 



130 



Glv Glu Asn Gin Phe Val Ser 
150 



145 

<210> 363 
<211> 502 
<212> DNA 
• <213> Homo sapiens 



ZllcllL a. g «c g cc. =a g c.«=ac actcca^tc t C cc. g . t =c 

«■ 9 '"*"" C ttC * t9aM3 

^ cc, gggg =. g 

t g °tccco.c= a=ca g =tact MWM- 
g *°.ccr g or ggg a,c tggg t =a=c. g « g — 

■*« — «— " 39 "°* 3oa 

=.c«=.c« ««« g «c tg cat g tc„ g9gg ct 

"L.^ a g c, g . g o= e« g c gg . gg «~— — — 



480 

aaaccacctc ttgagaatgc ag 
502 

<210> 364 
<211> 136 
<212> PRT 

<213> Homo sapiens 



^"i. «. s.r s.r v.! OX. T*r OX. OXv «. ™X IX. T f I- 
i Leu Ser ,v «. OX» Ser Ma OXv S.r «P *Xn OXu J- His OXv 
OX. ser S. «. CXv «» OXv «. « Mac «. -X — S.r AX. 
OXV «P "o »P Pro ser « "a - «. - - « »" 
S=, 2p L- ^ - « ™X «a OXv OXv «, «P - »« - 
oL «o A.P S.r CVS S- AX. AX. Pro 0X„ Hi s «, Ser OXv XXe Thr 



616 



ID HSM010618 standard; RNA; EST; 718 BP. 



CC 
CC 



AL045768; 
AL045768.1 



XP-002237532 



12 -MAR- 1999 (Rel. 59, Created) 

20-FEB-2000 (Rel. 62, Last updated. Version 4) 





r.v. ...<fea. :..Q..<:..:..£gc* 

p. i ( 







Homo sapiens mRNA ; EST DKFZp434F206_rl (from clone DKFZp434F206) 
EST; expressed sequence tag. 
Homo sapiens (human) 

Eukaryota; Metazoa; Chorda ta; Craniata; Vertebra ta; Euteleostomi; Mammalia; 
Eutheria; Primates; Catarrhini; Hominidae; Homo. 

[1] 

1-718 

Koehrer K. , Beyer A., Mewes H.W.. Gassenhuber J. , wiemann s.; 

Submitted (18-FEB-2000) to the EMBL/GenBank/DDBtf databases. 
MIPS, Am Klopferspitz 18a, D-82152 Martinsried, GERMANY 

RZPD; DKFZp434F206; DKFZp434F206 . 
UNILIB; 1752; 1752. 

This is the 5 1 sequence of the clone insert 

Clone from S. wiemann. Molecular Genome Analysis, German Cancer 
Research Center (dkfz) ; Email s. wiemannadkfz-heidelberg.de; 
sequenced by bmfz (Biomedical Research Center at the Charite, 
Berlin/Germany) within the cDNA sequencing consortium of the 
German Genome Project, 
si sequence also available. 

This clone (DKFZp434F206) is available at the RZPD in Berlin. 
Please contact the RZPD: Ressourcenzentrum, Heubnerweg 6, 
14059 Berlin- Chariot tenburg, GERMANY; Email: clone®rzpd.de 

Key Location/Qualifiers 

source 1..718 

/ db_xr ef = " taxon : 9 60 6 " 
/db_xref = "RZPD :DKFZp434 F2 0 6 " 
/db_xref = "UNILIB : 175 2" 
/organism="Homo sapiens" 
/clone="DKFZp434F206» 
/clone_lib="434 (synonym: htes3) . 
DH10B; sites NotI + Sail" 
/ dev_s tage= " adul t " 
/ 1 i s sue_type= ■ tes ti s ■ 

Sequence 718 BP; 183 A; 196 C; 198 G; 141 T; 0 other; 
gcttcatgac agatgttaac agctggctgc tcacctttgg attccagcta 
tccctggtta tcccaaacca gacatggatg ccatggaacc ctcctacgag 
cacagatgaa aacgcaggag tgggacaaca gcaagtctat cctcggggta 
tacagaagca gctcaaggcc tttgtcacct tagaacggtt tgaccagctc 
caatcaccag ctgccagcag gctccaaaga ccaagaagtt tgcatccagc 
ttggcaaggg ggtcaagttt gccttgaagg atggccgagt gaccacagac 
tggccaatga ggatgggcga agggttgctg ccatcttgaa ccatgcccac 
acctgcactt caccattgat ggggtggata cccattactt tgtgaaacca 
aaggtgacct ggccatcctg ggcctcagtg gggggcggcg aaccctggag 
acgtcactgt gtcccagatc aacacagtac ttaatggcag gactagacgc 
tccagctcca gtacggggca ctgtgcttga acacacgcta cgggacaacg 
agaaggcacg ggtcctggag ctgtcccggc agagagccgt gcgccaagcg 



Vector pSportl; host 



cacaacgtga 


60 


cttatccaca 


120 


cagtgtgaag 


180 


tatggctcca 


240 


ggctcagtct 


300 


atcatcagtg 


360 


tacctagaga 


420 


ggaccttcag 


480 


aatggggtca 


540 


tacacagaca 


600 


ttggatgagg 


660 


tgggcccc 


718 



